Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.113; data-to-parameter ratio = 15.2.
Related literature
H atoms treated by a mixture of independent and constrained refinement Á max = 0.34 e Å À3 Á min = À0.49 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y À 1; z; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) Àx þ 1; y þ 1 2 ; Àz þ 1 2 ; (iv) Àx þ 1; y À 1 2 ; Àz þ 1 2 .
Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010).
4-(5-Phenyl-3-trifluoromethyl-1H-pyrazol-1-yl)benzenesulfonamide
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Comment
The crystallographic study of the title compound, (I), which is related to the anti-inflammatory drug, Celecoxib (Dev et al., 1999) , was motivated by the recent reports of the biological activities exhibited by related pyrazole compounds (Faidallah et al., 2007; Al-Saadi et al., 2008) .
Significant twists are evident in the molecule of (I), Fig. 1 . With reference to the pyrazole (N1,N2,C2-C4) plane (r.m.s. deviation = 0,003 Å), the N-bound benzene ring (C11-C16) forms a dihedral angle of 57.12 (11) ° whereas the C-bound benzene ring (C5-C10) forms a dihedral angle of 29.75 (11) °; the dihedral angle formed between the two benzene rings is 52.82 (11) °. The orientations of the benzene rings in (I) differ from those in Celecoxib (Dev et al., 1999) , the 4-methylphenyl derivative, with the dihedral angles formed between the N-and C-bound benzene rings and the pyrazole plane being 86.00 (12) and 15.25 (13) °, respectively. Supramolecular tubes along the b axis feature in the crystal packing, Fig. 2 . These are stabilized by amino-H hydrogen bonds to the pyrazole-N and to one of the sulfonamide-O atoms, Table 1 . Tubes are linked into layers in the bc plane by C-H···O interactions whereby the sulfonamide-O2 atom is bifurcated, Table 1 
Experimental
A solution of 4,4,4-trifluoro-1-phenyl-1,3-butanedione (2.01 g, 10 mmol) in ethanol (50 ml) was refluxed with 4-hydrazinobenzenesulfonamide hydrochloride (2.2 g, 10 mmol) for 4 h, cooled and diluted with water. The precipitated crude product was filtered and recrystallized from ethanol as colourless crystals; M.pt. 431-433 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H 0.95 Å, U iso (H) 1.2U eq (C)] and were included in the refinement in the riding model approximation. The amino-H atoms were located in a difference Fourier map, and subsequently refined freely. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.38822 (3) 0.81404 (10) (7) 0.0179 (7) 0.0220 (7) F3 0.0308 (8) 0.0513 (10) 0.0446 (9) −0.0026 (7) 0.0104 (7) 0.0283 (7) O1 0.0196 (8) 0.0133 (7) 0.0360 (9) 0.0023 (6) 0.0051 (7) −0.0020 (6) O2 0.0185 (7) 0.0320 (9) 0.0189 (7) 0.0016 (7) 0.0068 (6) 0.0080 (6) N1 0.0152 (8) 0.0185 (9) 0.0130 (8) 0.0028 (7) 0.0050 (6) 0.0008 (7) N2 0.0190 (9) 0.0194 (9) 0.0143 (8) 0.0009 (7) 0.0056 (7) 0.0017 (7) N3 0.0170 (9) 0.0144 (9) 0.0187 (9) 0.0009 (7) 0.0075 (7) −0.0001 (7) C1 0.0202 (11) 0.0282 (12) 0.0247 (11) 0.0059 (9) 0.0083 (9) 0.0065 (9) C2 0.0174 (10) 0.0186 (10) 0.0167 (9) 0.0034 (8) 
